
Calibration standard statistics:

Compound: dimethyphthalate Signal: DAD1 A, Sig=254,4 Ref=360,100

Line# Sample Name Lvl Location RT [min] Amount
[]

Calib Amount Diff (%) Area

1 isocratic sample STD
1_1

1 P1-F-01 0.45 9.7255 8.0000 21.57 2.6596

2 isocratic sample STD
2_1

2 P1-F-02 0.45 76.2591 80.0000 -4.68 24.5954

3 isocratic sample STD
3_1

3 P1-F-03 0.45 800.3568 800.0000 0.04 263.3264

11 SST 3 P1-F-03 0.45 798.7646 800.0000 -0.15 262.3981
Average 0.450 4.20
Standard
Deviation

0.00 11.79

RSD 0.20 280.89

Compound: diethylphthalate Signal: DAD1 B, Sig=254,16 Ref=off

Line# Sample Name Lvl Location RT [min] Amount
[]

Calib Amount Diff (%) Area

1 isocratic sample STD
1_1

1 P1-F-01 0.59 9.8515 8.0000 23.14 2.8718

2 isocratic sample STD
2_1

2 P1-F-02 0.59 76.0590 80.0000 -4.93 26.2374

3 isocratic sample STD
3_1

3 P1-F-03 0.59 800.3756 800.0000 0.05 281.8592

11 SST 3 P1-F-03 0.59 798.7549 800.0000 -0.16 280.8521
Average 0.590 4.53
Standard
Deviation

0.00 12.62

RSD 0.14 278.81

Compound: biphenyl Signal: DAD1 A, Sig=254,4 Ref=360,100

Line# Sample Name Lvl Location RT [min] Amount
[]

Calib Amount Diff (%) Area

1 isocratic sample STD
1_1

1 P1-F-01 1.07 10.0647 8.0000 25.81 2.8839

2 isocratic sample STD
2_1

2 P1-F-02 1.07 75.3647 80.0000 -5.79 26.6109

3 isocratic sample STD
3_1

3 P1-F-03 1.07 800.4429 800.0000 0.06 290.0704

11 SST 3 P1-F-03 1.07 799.8578 800.0000 -0.02 289.8065
Average 1.069 5.01
Standard
Deviation

0.00 14.13

RSD 0.12 281.91
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Compound: tramadol Signal: DAD1 A, Sig=254,4 Ref=360,100

Line# Sample Name Lvl Location RT [min] Amount
[]

Calib Amount Diff (%) Area

1 isocratic sample STD
1_1

1 P1-F-01 1.98 10.0782 8.0000 25.98 4.0594

2 isocratic sample STD
2_1

2 P1-F-02 1.97 75.3675 80.0000 -5.79 37.3285

3 isocratic sample STD
3_1

3 P1-F-03 1.98 800.4425 800.0000 0.06 406.8003

11 SST 3 P1-F-03 1.98 798.5276 800.0000 -0.18 405.0819
Average 1.976 5.01
Standard
Deviation

0.00 14.23

RSD 0.11 283.85

Compound: PH Testing Signal: DAD1 A, Sig=254,4 Ref=360,100

Line# Sample Name Lvl Location RT [min] Amount
[]

Calib Amount Diff (%) Area

1 isocratic sample STD
1_1

1 P1-F-01 0.00 9.8292 8.0000 22.86 5.1626

2 isocratic sample STD
2_1

2 P1-F-02 0.00 76.1470 80.0000 -4.82 47.0569

3 isocratic sample STD
3_1

3 P1-F-03 0.00 800.3670 800.0000 0.05 504.5605

11 SST 3 P1-F-03 0.00 798.7255 800.0000 -0.16 502.7262
Average 0.000 4.48
Standard
Deviation

0.00 12.46

RSD 277.85

Sample statistics:
Compound: dimethyphthalate Signal: DAD1 A, Sig=254,4 Ref=360,100

Line# Sample Name Location Inj# Type RT [min] Amount
[]

Concentration
[]

Area

4 Sample_1 P1-F-04 1 BB 0.45 2628.79 2628.7920 50.44
5 Sample_2 P1-F-05 1 BB 0.45 2675.32 2675.3245 25.70
6 Sample_3 P1-F-06 1 BB 0.45 2714.63 2714.6320 18.10
7 Sample_4 P1-F-05 1 BB 0.45 2708.30 2708.2968 25.72
8 Sample_5 P1-F-07 1 BB 0.45 2758.21 2758.2142 23.07
9 Check STD 1 P1-F-01 1 BB 0.45 9.96 9.9592 2.74
10 Check STD 2 P1-F-02 1 BB 0.45 76.40 76.4010 24.64

Average 0.45
Standard
Deviation

0.00

RSD 0.06
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Compound: diethylphthalate Signal: DAD1 B, Sig=254,16 Ref=off

Line# Sample Name Location Inj# Type RT [min] Amount
[]

Concentration
[]

Area

4 Sample_1 P1-F-04 1 BB 0.59 2628.88 2628.8758 53.97
5 Sample_2 P1-F-05 1 BB 0.59 2677.70 2677.6986 27.52
6 Sample_3 P1-F-06 1 BB 0.59 2717.94 2717.9400 19.38
7 Sample_4 P1-F-05 1 BB 0.59 2720.98 2720.9838 27.64
8 Sample_5 P1-F-07 1 BB 0.59 2766.69 2766.6913 24.76
9 Check STD 1 P1-F-01 1 VB 0.59 10.08 10.0798 2.95
10 Check STD 2 P1-F-02 1 BB 0.59 76.18 76.1785 26.28

Average 0.59
Standard
Deviation

0.00

RSD 0.06

Compound: biphenyl Signal: DAD1 A, Sig=254,4 Ref=360,100

Line# Sample Name Location Inj# Type RT [min] Amount
[]

Concentration
[]

Area

4 Sample_1 P1-F-04 1 BB 1.07 2597.44 2597.4377 54.74
5 Sample_2 P1-F-05 1 BB 1.07 2638.57 2638.5654 27.76
6 Sample_3 P1-F-06 1 BB 1.07 2670.11 2670.1138 19.44
7 Sample_4 P1-F-05 1 BB 1.07 2663.09 2663.0878 27.69
8 Sample_5 P1-F-07 1 BB 1.07 2718.11 2718.1127 24.88
9 Check STD 1 P1-F-01 1 BB 1.07 10.01 10.0099 2.86
10 Check STD 2 P1-F-02 1 BB 1.07 75.59 75.5947 26.69

Average 1.07
Standard
Deviation

0.00

RSD 0.07

Compound: tramadol Signal: DAD1 A, Sig=254,4 Ref=360,100

Line# Sample Name Location Inj# Type RT [min] Amount
[]

Concentration
[]

Area

4 Sample_1 P1-F-04 1 BB 1.97 2595.33 2595.3324 76.72
5 Sample_2 P1-F-05 1 BB 1.97 2653.60 2653.5981 39.17
6 Sample_3 P1-F-06 1 BB 1.97 2675.29 2675.2948 27.32
7 Sample_4 P1-F-05 1 BB 1.98 2683.29 2683.2907 39.14
8 Sample_5 P1-F-07 1 BB 1.98 2727.06 2727.0621 35.02
9 Check STD 1 P1-F-01 1 BB 1.98 10.37 10.3728 4.21
10 Check STD 2 P1-F-02 1 VB 1.98 75.47 75.4734 37.38
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Line# Sample Name Location Inj# Type RT [min] Amount
[]

Concentration
[]

Area

Average 1.98
Standard
Deviation

0.00

RSD 0.06

Compound: PH Testing Signal: DAD1 A, Sig=254,4 Ref=360,100

Line# Sample Name Location Inj# Type RT [min] Amount
[]

Concentration
[]

Area

4 Sample_1 P1-F-04 1 BB 0.00 2627.64 2627.6424 96.60
5 Sample_2 P1-F-05 1 BB 0.00 2671.27 2671.2721 49.18
6 Sample_3 P1-F-06 1 BB 0.00 2708.71 2708.7132 34.60
7 Sample_4 P1-F-05 1 BB 0.00 2712.63 2712.6292 49.35
8 Sample_5 P1-F-07 1 BB 0.00 2754.30 2754.3024 44.15
9 Check STD 1 P1-F-01 1 BB 0.00 9.94 9.9428 5.23
10 Check STD 2 P1-F-02 1 BB 0.00 76.22 76.2163 47.10

Average 0.00
Standard
Deviation

0.00

RSD
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